
gnl Poptr2 2 PACid18214521
AaCYP716A14

StCYP716A13
MtCYP716A12

gnl Carpa1 181 PACid16428520
gnl Medtr3 5 Medtr4g005230 1

LjCYP88D4
GuCYP88D6

MtCYP88D3
gnl Soltu3 4 PGSC0003DMP400041994

gnl Solly2 3 Solyc12g006460 1 1
GAME4 26ox
SlCYP88B1 GAME4 

Xerophyta comp60276 c0 seq2
Freycinetia comp73379 c1 seq1

gnl Phoda3 0 PDK 30s830661g003
gnl Musac1 0 GSMUA Achr8T26330 001

Helonias comp33089 c0 seq1
Xerophyllum comp76512 c0 seq1

CYP90G1
Borsp comp77400 c0 seq1

Doryanthes comp75934 c2 seq1
Anemarrhena comp51198 c0 seq2

Hemal comp83457 c0 seq1
Aspas comp30441 c0 seq1

Russp comp28903 c1 seq1
Nolat comp61666 c1 seq1

Behnia comp54477 c1 seq3
Hosta comp29603 c0 seq1
Hesperaloe comp49802 c0 seq1

Yuccabrev comp40827 c0 seq1
Yuccafila comp61915 c2 seq1

Chlorophytum comp31682 c0 seq1
gnl Nelnu1 0 NNU 006423RA

gnl Nelnu1 0 NNU 011762RA
gnl Frave2 0 gene14783

gnl Glyma1 01 PACid16245563
gnl Glyma1 01 PACid16282982

gnl Medtr3 5 Medtr5g020020 1
gnl Glyma1 01 PACid16247178

gnl Medtr3 5 Medtr8g077810 1
gnl Solly2 3 Solyc02g085360 2 1
SlCYP90B1
gnl Soltu3 4 PGSC0003DMP400026224

gnl Soltu3 4 PGSC0003DMP400026223
gnl Soltu3 4 PGSC0003DMP400026222

gnl Thepa2 0 Tp5g11560
AtCYP90B1
gnl Arath10 AT3G50660 1

gnl Poptr2 2 PACid18206478
gnl Poptr2 2 PACid18206477

gnl Poptr2 2 PACid18242953
gnl Carpa1 181 PACid16423270

gnl Theca1 0 Tc01 g003310
gnl Vitvi12X PACid17828760

gnl Ambtr1 0 27 AmTr v1 0 scaffold00059 35
Goodyera comp18656 c0 seq1

Cypripedium comp45396 c0 seq1
Astelia comp100190 c0 seq1

gnl Sorbi1 4 PACid1954170
gnl Bradi1 2 Bradi1g69040 1
gnl Orysa6 0 PACid16845729

gnl Musac1 0 GSMUA AchrUn randomT22170 001
gnl Musac1 0 GSMUA Achr4T10750 001

Lanaria comp17289 c0 seq1
Borsp comp58479 c0 seq1

Ixiolirion comp73813 c1 seq1
Chlorophytum comp83780 c0 seq1

Anemarrhena comp54326 c1 seq2
Aspas comp88408 c0 seq1

Hemal comp44002 c0 seq1
Doryanthes comp51273 c0 seq1

Molinaria comp35215 c0 seq1
Freycinetia comp73029 c0 seq1

gnl Phoda3 0 PDK 30s909771g001
Oncidium comp31499 c0 seq2

Phragmipedium comp19262 c0 seq1
gnl Musac1 0 GSMUA Achr8T26350 001

Lilium comp46997 c0 seq1
Helonias comp61093 c0 seq1

CYP90B27
Xerophyllum comp43713 c0 seq1

Borsp comp76271 c1 seq1
Freycinetia comp76032 c0 seq1

Xeronemacallistemon comp19135 c0 seq1
Doryanthes comp42161 c0 seq1

Aphyllanthes comp58110 c0 seq2
Hesperaloe comp52592 c0 seq1

Behnia comp39235 c0 seq1
Hosta comp29158 c0 seq1

Chlorophytum comp59905 c0 seq1
Santr comp37127 c0 seq1

Nolat comp63448 c0 seq1
Russp comp58322 c0 seq1

Maianthemumcanadense comp126888 c0 seq4
Aspas comp30477 c0 seq1

gnl Soltu3 4 PGSC0003DMP400063451
SlCYP724B1
gnl Solly2 3 Solyc02g093540 2 1

gnl Ambtr1 0 27 AmTr v1 0 scaffold00061 116
gnl Nelnu1 0 NNU 017108RA

gnl Frave2 0 gene25417
gnl Carpa1 181 PACid16408367

gnl Vitvi12X PACid17836732
gnl Phoda3 0 PDK 30s1089561g003

gnl Bradi1 2 Bradi5g12990 1
gnl Sorbi1 4 PACid1972793

gnl Orysa6 0 PACid16855199
OsCYP724B1

gnl Musac1 0 GSMUA Achr5T04260 001
Molinaria comp45315 c0 seq1

Freycinetia comp75102 c0 seq2
Hosta comp18607 c0 seq1
Anemarrhena comp52966 c2 seq1

Doryanthes comp73557 c0 seq2
Lanaria comp21107 c0 seq1

Mexipedium comp29441 c0 seq2
Phragmipedium comp37922 c0 seq5

Helonias comp65287 c1 seq45
gnl Selmo1 0 PACid15406971
SmCYP90F1v1

gnl Ambtr1 0 27 AmTr v1 0 scaffold00029 413
gnl Aquco1 0 PACid18142651

ZeCYP90A11
gnl Soltu3 4 PGSC0003DMP400041203

SlCYP90A5
gnl Solly2 3 Solyc06g051750 2 1

gnl Mimgu1 0 PACid17695119
gnl Theca1 0 Tc10 g001750

gnl Carpa1 181 PACid16411919
gnl Poptr2 2 PACid18248522

gnl Poptr2 2 PACid18241234
gnl Poptr2 2 PACid18241232
gnl Poptr2 2 PACid18241233
gnl Glyma1 01 PACid16285444

VrCYP90A2
gnl Medtr3 5 Medtr3g070380 1

gnl Medtr3 5 Medtr5g082520 1
gnl Glyma1 01 PACid16294582

gnl Glyma1 01 PACid16249909
gnl Arath10 AT5G05690 1
AtCYP90A1

gnl Thepa2 0 Tp6g37200
gnl Nelnu1 0 NNU 005795RA

gnl Nelnu1 0 NNU 011246RA
gnl Bradi1 2 Bradi4g43110 1

gnl Orysa6 0 PACid16892621
gnl Orysa6 0 PACid16887836
OsCYP90A3

gnl Sorbi1 4 PACid1969111
gnl Ambtr1 0 27 AmTr v1 0 scaffold00064 7

Molinaria comp33186 c0 seq2
gnl Musac1 0 GSMUA Achr7T09630 001

gnl Phoda3 0 PDK 30s738451g002
Behnia comp49851 c0 seq1

Nolat comp58888 c0 seq3
Aspas comp17340 c0 seq1

Ixiolirion comp79299 c1 seq1
Doryanthes comp66602 c0 seq2

Platanthera comp17960 c0 seq1
Cypripedium comp87184 c0 seq1

gnl Bradi1 2 Bradi2g33050 1
gnl Sorbi1 4 PACid1980097

gnl Orysa6 0 PACid16858991
gnl Bradi1 2 Bradi2g05980 1

gnl Orysa6 0 PACid16830409
OsCYP90D2

gnl Sorbi1 4 PACid1960329
gnl Nelnu1 0 NNU 022976RA

gnl Aquco1 0 PACid18151590
gnl Poptr2 2 PACid18237322
PtCYP90D1

gnl Poptr2 2 PACid18217029
gnl Glyma1 01 PACid16271881

gnl Glyma1 01 PACid16265759
gnl Theca1 0 Tc06 g009430
gnl Vitvi12X PACid17827187

gnl Solly2 3 Solyc03g121510 2 1
gnl Mimgu1 0 PACid17696323

gnl Arath10 AT3G13730 1
AtCYP90D1

gnl Thepa2 0 Tp3g11930
gnl Nelnu1 0 NNU 006312RA

gnl Nelnu1 0 NNU 019288RA
gnl Vitvi12X PACid17828664

gnl Mimgu1 0 PACid17682988
gnl Frave2 0 gene14904

gnl Poptr2 2 PACid18242796
gnl Thepa2 0 Tp7g34040

AtCYP90C1
gnl Arath10 AT4G36380 1

gnl Theca1 0 Tc01 g002410
gnl Selmo1 0 PACid15411470

gnl Selmo1 0 PACid15421817
SmCYP90E1
gnl Selmo1 0 PACid15404521

gnl Selmo1 0 PACid15419194

NpCYP72A2
gnl Soltu3 4 PGSC0003DMP400046202
gnl Soltu3 4 PGSC0003DMP400046213

GAME8 26OH
SlCYP72A208 GAME8b

gnl Soltu3 4 PGSC0003DMP400020833
SlCYP72A18 GAME6
gnl Solly2 3 Solyc07g043460 2 1

Borsp comp78234 c0 seq1
Erila comp67573 c0 seq5

Doryanthes comp63136 c0 seq1
Cursp comp109398 c0 seq8

gnl Musac1 0 GSMUA Achr3T31300 001
gnl Musac1 0 GSMUA Achr3T31250 001

Molinaria comp43398 c0 seq1
Helonias comp70330 c0 seq1

gnl Nelnu1 0 NNU 001350RA
gnl Nelnu1 0 NNU 022262RA

gnl Nelnu1 0 NNU 001352RA
gnl Nelnu1 0 NNU 001351RA

gnl Solly2 3 Solyc10g007880 2 1
gnl Soltu3 4 PGSC0003DMP400018633

gnl Soltu3 4 PGSC0003DMP400019851
gnl Solly2 3 Solyc07g006140 2 1

gnl Solly2 3 Solyc10g007890 2 1
gnl Solly2 3 Solyc10g051020 1 1

gnl Soltu3 4 PGSC0003DMP400014501
gnl Soltu3 4 PGSC0003DMP400018670

gnl Mimgu1 0 PACid17678456
gnl Mimgu1 0 PACid17697324

gnl Mimgu1 0 PACid17678396
gnl Mimgu1 0 PACid17674117

gnl Mimgu1 0 PACid17678589
gnl Mimgu1 0 PACid17694196

gnl Soltu3 4 PGSC0003DMP400004194
gnl Solly2 3 Solyc07g062500 2 1

gnl Soltu3 4 PGSC0003DMP400012543
gnl Soltu3 4 PGSC0003DMP400012541

gnl Soltu3 4 PGSC0003DMP400012547
gnl Solly2 3 Solyc07g062510 2 1

gnl Soltu3 4 PGSC0003DMP400021896
gnl Solly2 3 Solyc07g062520 2 1
SlCYP72A186 GAME7
GAME722OH

gnl Soltu3 4 PGSC0003DMP400021898
gnl Soltu3 4 PGSC0003DMP400021892

gnl Soltu3 4 PGSC0003DMP400030254
gnl Solly2 3 Solyc07g055350 2 1

NtCYP72A57
StCYP72a56

gnl Solly2 3 Solyc07g055550 1 1
gnl Soltu3 4 PGSC0003DMP400010777

gnl Solly2 3 Solyc07g055540 2 1
gnl Solly2 3 Solyc07g055530 2 1

gnl Soltu3 4 PGSC0003DMP400010779
gnl Solly2 3 Solyc07g055490 2 1

gnl Solly2 3 Solyc07g055450 1 1
gnl Soltu3 4 PGSC0003DMP400030272
gnl Solly2 3 Solyc07g055440 1 1

gnl Solly2 3 Solyc07g055480 1 1
gnl Soltu3 4 PGSC0003DMP400030191

gnl Solly2 3 Solyc07g055460 2 1
gnl Soltu3 4 PGSC0003DMP400030274

gnl Solly2 3 Solyc07g055470 2 1
gnl Solly2 3 Solyc07g052070 1 1

gnl Solly2 3 Solyc07g055560 2 1
gnl Soltu3 4 PGSC0003DMP400030192

gnl Poptr2 2 PACid18232125
gnl Poptr2 2 PACid18232243

gnl Poptr2 2 PACid18230672
gnl Theca1 0 Tc00 g091900
gnl Theca1 0 Tc07 g011890

gnl Thepa2 0 Tp3g12910
gnl Arath10 AT3G14690 1

gnl Arath10 AT3G14680 1
gnl Carpa1 181 PACid16426142

gnl Carpa1 181 PACid16426139
gnl Carpa1 181 PACid16426143

gnl Carpa1 181 PACid16426137
gnl Carpa1 181 PACid16426135

gnl Carpa1 181 PACid16426136
gnl Glyma1 01 PACid16264185

gnl Medtr3 5 Medtr4g031820 1
gnl Glyma1 01 PACid16272478

gnl Glyma1 01 PACid16292499
gnl Glyma1 01 PACid16300504

gnl Medtr3 5 Medtr8g042060 1
gnl Medtr3 5 Medtr8g042020 1

gnl Medtr3 5 Medtr8g042000 1
gnl Glyma1 01 PACid16264354

gnl Glyma1 01 PACid16292685
gnl Glyma1 01 PACid16300491

gnl Glyma1 01 PACid16300492
gnl Glyma1 01 PACid16300486

gnl Glyma1 01 PACid16300485
gnl Glyma1 01 PACid16300483

gnl Glyma1 01 PACid16292510
gnl Glyma1 01 PACid16292508

GuCYP72A154
MtCYP72A59

gnl Medtr3 5 Medtr5g095230 1
gnl Frave2 0 gene27116
gnl Frave2 0 gene10863

gnl Vitvi12X PACid17816977
gnl Vitvi12X PACid17825761

gnl Vitvi12X PACid17816979
gnl Vitvi12X PACid17825812

gnl Vitvi12X PACid17825798
gnl Vitvi12X PACid17825804
gnl Vitvi12X PACid17825792

gnl Aquco1 0 PACid18160934
gnl Aquco1 0 PACid18140280

gnl Aquco1 0 PACid18160965
gnl Aquco1 0 PACid18160973

gnl Aquco1 0 PACid18154360
gnl Aquco1 0 PACid18160953

gnl Aquco1 0 PACid18160981
gnl Aquco1 0 PACid18160951
gnl Aquco1 0 PACid18160968
gnl Aquco1 0 PACid18160952

gnl Aquco1 0 PACid18160958
gnl Aquco1 0 PACid18154674

gnl Aquco1 0 PACid18166480
gnl Aquco1 0 PACid18166566

gnl Aquco1 0 PACid18166883
gnl Solly2 3 Solyc03g120060 2 1
SlCYP734A7

gnl Soltu3 4 PGSC0003DMP400010053
gnl Aquco1 0 PACid18153613

gnl Vitvi12X PACid17826241
Molinaria comp20886 c0 seq1

Doryanthes comp69139 c0 seq1
Ixiolirion comp74431 c0 seq2

Hemal comp83945 c0 seq2
Aspas comp15507 c0 seq1

Johnsonia comp84784 c0 seq8
Paphiopedilum comp17292 c0 seq1

OsCYP734A2
Aphyllanthes comp52478 c0 seq3

Astelia comp11199 c0 seq1
Paphiopedilum comp80019 c0 seq1

gnl Arath10 AT2G26710 1
AtCYP734A1

gnl Thepa2 0 Tp4g08770

PpCYP94C
gnl Phypa1 6 PACid18059896

SmCYP94J1
gnl Selmo1 0 PACid15411171

gnl Soltu3 4 PGSC0003DMP400013001
gnl Solly2 3 Solyc11g065770 1 1

NtCYP94A4
SlCYP94A1
gnl Solly2 3 Solyc09g066150 1 1

gnl Soltu3 4 PGSC0003DMP400054719
gnl Solly2 3 Solyc07g006890 1 1

gnl Soltu3 4 PGSC0003DMP400032667
gnl Poptr2 2 PACid18208797
gnl Poptr2 2 PACid18206430

gnl Poptr2 2 PACid18245190
gnl Theca1 0 Tc01 g027300

gnl Vitvi12X PACid17817149
gnl Vitvi12X PACid17817148

gnl Nelnu1 0 NNU 001604RA
gnl Nelnu1 0 NNU 025415RA

gnl Nelnu1 0 NNU 025413RA
gnl Aquco1 0 PACid18154590

gnl Aquco1 0 PACid18145482
gnl Glyma1 01 PACid16313738

gnl Glyma1 01 PACid16252983
gnl Glyma1 01 PACid16252981

VsCYP94A1
gnl Frave2 0 gene08229

gnl Poptr2 2 PACid18223109
gnl Frave2 0 gene19297

gnl Glyma1 01 PACid16250724
gnl Glyma1 01 PACid16266542

gnl Medtr3 5 Medtr8g030530 1
gnl Medtr3 5 Medtr8g030590 1

gnl Theca1 0 Tc01 g035840
gnl Mimgu1 0 PACid17689378

gnl Carpa1 181 PACid16405651
gnl Arath10 AT1G01600 1

gnl Thepa2 0 Tp1g00720
gnl Arath10 AT4G00360 1

gnl Thepa2 0 Tp6g00440
gnl Arath10 AT2G45970 1

gnl Thepa2 0 Tp4g28040
gnl Solly2 3 Solyc01g094750 2 1
gnl Soltu3 4 PGSC0003DMP400068917

gnl Aquco1 0 PACid18164202
gnl Ambtr1 0 27 AmTr v1 0 scaffold00009 176

gnl Solly2 3 Solyc08g081220 1 1
gnl Soltu3 4 PGSC0003DMP400021569

gnl Arath10 AT1G63710 1
gnl Theca1 0 Tc03 g027610

gnl Carpa1 181 PACid16413723
gnl Poptr2 2 PACid18217830

gnl Frave2 0 gene32514
gnl Nelnu1 0 NNU 006679RA

gnl Nelnu1 0 NNU 019515RA
gnl Mimgu1 0 PACid17692389

gnl Mimgu1 0 PACid17669707
gnl Glyma1 01 PACid16261050

Acorus comp15881 c1 seq2
Cyaco comp88976 c0 seq2

Doryanthes comp76112 c0 seq8
Aphyllanthes comp59723 c0 seq3

Aspas comp31582 c0 seq1
Hemal comp79578 c0 seq1

Anemarrhena comp52977 c0 seq1
Hesperaloe comp59584 c0 seq6

Chlorogalum comp60452 c1 seq2
Russp comp49007 c0 seq3

Paphiopedilum comp19412 c0 seq1
gnl Bradi1 2 Bradi3g51370 1

gnl Sorbi1 4 PACid1968052
gnl Orysa6 0 PACid16842358
gnl Orysa6 0 PACid16842357

gnl Musac1 0 GSMUA Achr4T26290 001
gnl Thepa2 0 Tp6g20550

AtCYP86A1
gnl Arath10 AT5G58860 1
gnl Vitvi12X PACid17832907

gnl Nelnu1 0 NNU 011215RA
gnl Aquco1 0 PACid18142602

gnl Theca1 0 Tc09 g030220
gnl Poptr2 2 PACid18236194

gnl Poptr2 2 PACid18227858
gnl Carpa1 181 PACid16405949

gnl Mimgu1 0 PACid17690230
gnl Soltu3 4 PGSC0003DMP400052827

gnl Solly2 3 Solyc06g076800 2 1
gnl Frave2 0 gene07998

gnl Glyma1 01 PACid16284734
gnl Glyma1 01 PACid16296685

gnl Sorbi1 4 PACid1963950
gnl Bradi1 2 Bradi2g55280 1

gnl Orysa6 0 PACid16835992
CYP94N2

Xerophyllum comp81231 c4 seq2

gb|U34636.1 Saccharomycescerevisiae
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